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61. H. X. Wang et al., The Global Phosphoproteome of Chlamydomonas reinhardtii Reveals Complex 
Organellar Phosphorylation in the Flagella and Thylakoid Membrane. Mol Cell Proteomics 13, 2337-2353 
(2014). 

62. W. O. Slade, E. G. Werth, A. Chao, L. M. Hicks, Phosphoproteomics in photosynthetic organisms. 
Electrophoresis 35, 3441-3451 (2014). 

63. X. Deng et al., Proteome-wide quantification and characterization of oxidation-sensitive cysteines in 
pathogenic bacteria. Cell host & microbe 13, 358-370 (2013). 

64. S. Alvarez, S. R. Choudhury, L. M. Hicks, S. Pandey, Quantitative Proteomics-Based Analysis Supports a 
Significant Role of GTG Proteins in Regulation of ABA Response in Arabidopsis Roots. J Proteome Res 12, 
1487-1501 (2013). 
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PROFESSIONAL ACTIVITIES 
 

 Advisory Panels 
o NSF-BIO Advisory Panels: 2009, 2011, 2012, 2013, 2014, 2015, 2016, 2021, 2024 
o NSF-CHEM Advisory Panel: 2018, 2020 
o NIH Panel: 2016, 2019, 2019, 2020, 2021, 2023  
o Ad hoc:  NSF, NIH, EMSL HTP Omics and Protein Function Workshop, Ontario Research 

Fund, University of MO Research Board, French National Research Agency (ANR), European 
ERA-Coordinating Action in Plant Sciences (ERA-CAPS), Austrian Science Fund (FWF) 

 Teaching 
o UNC 

 Chem 241: Analytical Methods  
 Chem 241H: Honors Analytical Methods 
 Chem 245L: Honors Analytical Methods Laboratory (CURE Course) 
 Chem 448: Mass Spectrometry 

o Washington University: Laboratory in Protein Biochemistry (2010-13), Bio4024: Plant Cells and 
Proteins (2006, 2008), Bio 572: Plant Biology Journal Club (2011);  
 Biochem. Mol. Biol. Educ. publication related to Bio4024 (Jez et al., 2007) 

 Journal Reviewer:  
o Editorial Board: Journal of Biological Chemistry (2020-2023) 
o Ad hoc: Algal Research, Analyst, Analytical Biochemistry, Analytical Chemistry, Biotechnology 

for Biofuels, Electrophoresis, Journal of the American Society for Mass Spectrometry, Journal of 
Biological Chemistry, Journal of Biomedicine and Biotechnology, Journal of Experimental 
Botany, Journal of Innate Immunity, Journal of Mass Spectrometry, Journal of Proteome 
Research, Journal of Proteomics, mAbs, Molecular & Cellular Proteomics, Nature 
Communications, Nature Plants, Phytochemistry, Plant Cell & Environment, Plant Molecular 
Biology, Plant Physiology, Plant Science, Plant and Soil, Proceedings of the National Academy 
of Sciences of the United States of America, Proteome Science, Proteomics, Scientific Reports, 
The Plant Journal, Trends in Biotechnology 
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 Professional Organizations 
o American Chemical Society (ACS) 
o American Society of Mass Spectrometry (ASMS) 

o Executive Board (2019-2021) 
o Publication Committee (2014-2016) 
o ASMS 2015 Session Chair (June 2015) 

o American Society for Biochemistry and Molecular Biology  
o Phytochemical Society of North America 
o Triangle Area Mass Spectrometry (TAMS) 

o Executive Committee (2017-2023)  
o President (2020-2023) 

 
PRESENTATIONS  
 

 University of Nebraska Lincoln, Dept. of Biochemistry / Redox Biology Seminar Series; Oral 
Presentation – Invited Seminar. 10/2023 

 University of North Carolina Greensboro, Dept. of Chemistry and Biochemistry Seminar Series; Oral 
Presentation – Invited Seminar. 10/2023 

 University of Arizona, Dept. of Chemistry Seminar Series; Oral Presentation – Invited Seminar. 03/2023 
 BASF – Invited Seminar. 09/2022 
 EMSL-PNNL - Invited Seminar. 11/2021 
 SfBRM Redox Biology – Mentoring Excellence Seminar. 09/2021 
 Iota Sigma Pi Annual Meeting – Invited Seminar. 07/2021 
 261st ACS National Meeting; WCC Rising Star Symposium - Invited Seminar. 04/2021 
 University of Arkansas, Dept. of Chemistry Seminar Series; Oral Presentation – Invited Seminar. 

04/2021 
 Notre Dame, Dept. of Chemistry Seminar Series; Oral Presentation – Invited Seminar. 01/2021 
 Syngenta, Durham, NC. Invited Seminar. 03/2020 
 Eli Lilly & Company, Indianapolis, IN. Invited Seminar. 02/2020 
 Washington-Baltimore Mass Spectrometry Discussion Group – Invited Seminar. 10/2019 
 HUPO 2019, Adelaide, Australia; Oral Presentation – Invited Plenary. 09/2019 
 Roskilde University, Denmark; Oral Presentation – Invited Seminar. 06/2019 
 Central Ohio Valley ACS; Oral Presentation – Invited Seminar. 04/2019 
 Marshall University, Dept. of Chemistry Seminar Series; Oral Presentation – Invited Seminar. 04/2019 
 Gordon Research Conference on Antimicrobial Peptides; Lucca, Italy. Oral Presentation. 02/2019 
 University of North Carolina, Wilmington, NC. Oral Presentation – Invited Seminar. 11/2018  
 7th National Plant Protein Research Conference (China) and the 5th Meeting of Asia Oceania 

Agricultural Proteomics Organization (AOAPO). Jinan, China. Oral Presentation. 11/2018  
 SciX 2018. Atlanta, GA. Oral Presentation. 10/2018  
 University of Maryland, Baltimore, MD. Oral Presentation – Invited Seminar. 10/2018  
 North Carolina Research Campus, Kannapolis, NC. Seminar Series; Oral Presentation – Invited Seminar. 

10/2018  
 University of Kansas, Lawrence, KS. Department of Chemistry Seminar Series; Oral Presentaiton – 

Invited Seminar. 09/2018 
 AMP 2018 Antimicrobial peptide symposium, Poitiers, France. Oral Presentation. 06/2018 
 EMBO Meeting - TOR signaling in photosynthetic organisms, Bischoffsheim, France. Oral Presentation 

– Invited Seminar. 05/2018 
 Georgia Tech, Atlanta, GA. Dept. of Chemistry Seminar Series; Oral Presentation – Invited Seminar. 

05/2018 
 ASBMB’18, San Diego, CA. Symposium Chair and Invited Seminar. 04/2018 
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 University of Wisconsin, Madison, WI. Dept. of Chemistry Seminar Series; Oral Presentation – Invited 
Seminar. 04/2018 

 255th ACS National Meeting; New Orleans, LA. Symposium Chair and Invited Seminar. 03/2018 
 US HUPO, Minneapolis, MN. Award Presentation – Invited Seminar. 03/2018 
 University of Oklahoma, Norman, OK. INPART Seminar Series; Oral Presentation – Invited Seminar. 

02/2018 
 University of North Carolina - Greensboro, Greensboro, NC. Dept. of Chemistry and Biochemistry 

Seminar Series; Oral Presentation – Invited Seminar. 01/2018 
 SERMACS, Charlotte, NC. Oral Presentation – Invited Seminar. 11/2017 
 Midwestern Universities Analytical Chemistry Conference (MUACC), Athens, OH. Oral Presentation – 

Invited Seminar. 10/2017 
 SCIX 2017, Reno, NV. ANACHEM Award Symposium; Oral Presentation – Invited Seminar. 10/2017 
 Northeastern University, Boston, MA. Chemistry and Chemical Biology Department Colloquium Series; 

Oral Presentation – Invited Seminar. 09/2017 
 Indiana University, Bloomington, IN. Chemistry Department Seminar Series; Oral Presentation – Invited 

Seminar. 09/2017 
 Purdue University, West Lafayette, IN. Chemistry Department Seminar Series; Oral Presentation – 

Invited Seminar. 09/2017 
 Gordon Research Conference on Natural Products and Bioactive Compounds; Andover, NH. Poster. 

08/2017 
 High Point University, Highpoint, NC. Oral Presentation – Invited Seminar. 07/2017 
 Uppsala Conference, Ithaca, NY. Oral Presentation – Invited Seminar. 07/2017 
 Gordon Research Conference on Plant Metabolic Engineering; Waterville Valley, NH. Poster. 07/2017 
 Catalyst CAREER Panel, UNC Charlotte. 06/2017 
 Joint Greater Delaware Chromatography and Mass Spectrometry Discussion Groups; Villanova, PA, 

Oral Presentation – Invited Seminar. 06/2017 
 65th ASMS Conference on Mass Spectrometry and Allied Topics; Indianapolis, IN.  Posters.  06/2017  
 Proteomics Forum, Postsdam, Germany. Oral Presentation. 04/2017 
 Pittcon 2017; Chicago, IL. Royal Society of Chemistry Joseph Black Award Symposium. Oral 

Presentation – Invited. 03/2017 
 Phenome 2017; Tuscon, AZ. Oral Presentation. 02/2017 
 ASMS Sanibel; Clearwater, FL. Oral Presentation. 01/2017 
 Wake Forest University, Winston-Salem, NC. Chemistry Department Seminar Series; Oral Presentation 

– Invited Seminar. 11/2016 
 Colorado State University, Fort Collins, CO. Chemistry Department Seminar Series; Oral Presentation – 

Invited Seminar. 10/2016 
 Midwestern Universities Analytical Chemistry Conference (MUACC), Champaign, IL. Oral 

Presentation. 10/2016 
 Plant Molecular Biology Retreat, Wilmington, NC. Oral Presentation (student-invited seminar). 09/2016 
 64nd ASMS Conference on Mass Spectrometry and Allied Topics; San Antonio, TX.  Posters.  06/2016  
 University of Nebraska, Lincoln, NE. Biotechnology / Life Sciences Seminar Series; Oral Presentation – 

Invited Seminar.  05/2016 
 North Carolina State University, Raleigh, NC. Chemistry Department Seminar Series; Oral Presentation 

– Invited Seminar. 04/2016  
 Greater Boston Mass Spectrometry Discussion Group, Boston, MA. Oral Presentation – Invited Seminar. 

03/2016 
 Plant Molecular Biology Retreat, Asheville, NC. Oral Presentation – Invited Seminar. 10/2015 
 AB Sciex User’s Meeting, Raleigh, NC. Oral Presentation – Invited Seminar. 10/2015 
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 Hong Kong Baptist University, Hong Kong, China.  Biology Department Seminar Series; Oral 
Presentation – Invited Seminar. 07/2015 

 Gordon Research Conference on PTM Networks; Hong Kong, China. Poster. 07/2015 
 63nd ASMS Conference on Mass Spectrometry and Allied Topics; St. Louis, MO.  Posters.  06/2015  
 Gordon Research Conference on Antimicrobial Peptides; Lucca, Italy. Poster. 05/2015 
 North Carolina State University, Raleigh, NC. Biochemistry Department Seminar Series; Oral 

Presentation – Invited Seminar. 10/2014  
 53rd Annual Meeting of the Phytochemical Society of North America. Raleigh, NC. Award Presentation 

– Invited Seminar. 08/2014 
 62nd ASMS Conference on Mass Spectrometry and Allied Topics; Baltimore, MD.  Posters.  06/2014  
 North Carolina A&T University, Greensboro, NC. Chemistry Department Seminar Series; Oral 

Presentation – Invited Seminar. 03/2014 
 Triangle Area Mass Spectrometry (TAMS) Discussion Group; Research Triangle Park, NC. Plenary 

Lecture. 12/2013 
 Michigan State University, East Lansing, MI. Analytical Seminar Series; Oral Presentation – Invited 

Seminar. 04/2013 
 HEC Workshop on Imparting Practical Training in Molecular and Biochemical Techniques; University 

of Agriculture Faisalabad, Pakistan.  Oral Presentation (via video conference) – Invited Seminar.  
11/2012 

 University of Nebraska, Lincoln, NE. Biotechnology / Life Sciences Seminar Series; Oral Presentation – 
Invited Seminar.  10/2012 

 46th Midwest/39th Great Lakes Joint Regional ACS Meeting; St. Louis, MO.  Invited Speaker. 10/2011 
 59th ASMS Conference on Mass Spectrometry and Allied Topics; Denver, CO.  Poster.  06/2011  
 Pakistan-U.S. Science and Technology Conference; Dubai, UAE. Oral Presentation. 03/2011 
 ABRF 2011; San Antonio, TX. Poster.  02/2011 
 University of Missouri; St. Louis, MO.  Oral Presentation - Invited Seminar. 10/2010 
 58th ASMS Conference on Mass Spectrometry and Allied Topics; Salt Lake City, UT.  Poster.  05/2010  
 Dow Agrosciences; Indianapolis, IN.  Oral Presentation – Invited Speaker.  03/2010 
 57th ASMS Conference on Mass Spectrometry and Allied Topics; Philadelphia, PA.  Poster.  06/2009  
 Midwest MS Meeting; St. Louis, MO.  Oral Presentation.  03/2009 
 ABRF 2009; Memphis, TN. Poster.  02/2009 
 56th ASMS Conference on Mass Spectrometry and Allied Topics; Denver, CO.  Poster.  06/2008  
 ABRF 2008; Salt Lake City, UT. Poster.  02/2008 
 Heartland Mass Spectrometry Workshop: Biological Applications; Osage Beach, MO.  Poster. 10/2007  
 Midwest Enzymes Chemistry Conference; Chicago, IL.  Poster.  09/2007 
 55th ASMS Conference on Mass Spectrometry and Allied Topics; Indianapolis, IN.  Oral presentation.  

Young Scientists Luncheon. 06/2007 
 55th ASMS Conference on Mass Spectrometry and Allied Topics; Indianapolis, IN.  Poster.  06/2007 
 19th Symposium of the Protein Society; Boston, MA.  Poster.  08/2005  
 NRPS/PKS Meeting; Santa Cruz, CA.  Oral presentation.  07/2005 
 18th Symposium of the Protein Society; San Diego, CA.  Poster.  08/2004  
 Biochemistry Fall Conference; University of Illinois, Urbana, IL.  Oral presentation.  09/2003    
 Gordon Research Conference on Enzymes, Coenzymes & Metabolic Pathways; Meriden, NH. Poster.  

07/2003  
 219th ACS National Meeting; San Francisco, CA.  Poster. 03/2000 
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OUTREACH ACTIVITIES 
 

 NSF Research Experiences for Undergraduates (REU) (2008- ) 
o coPI/co-Director, UNC NSF-REU SUROC Program (2018-2023) 
o PI/co-Director, Danforth Center NSF-REU Summer Intern Program (2008-2012) 

 Carolina Covenant Scholars program, mentor, (2021-) 
 Clare Booth Luce Fellowship program, mentor, (2018-2020) 
 UNC Science Expo (2018- ) 
 McNair Scholars Program, mentor (2018-2020) 
 Chemistry Women Mentorship Network, mentor (2014-2019) 
 Women in Science and Engineering (WISE) at UNC 

o Discussion Group Lead, 2014; Scientific Speed Networking Event, 2015; Women in Science 
Symposium, poster judge, 2016, 2023 

 North Carolina School of Science and Math Mentorship Program, faculty mentor (2015-2016) 
 Carolina ADMIRES program - Assisting in Development and Mentoring an Innovative Research 

Experience in Science, faculty mentor (2014-2016) 
 Missouri Botanical Garden – Power of Plants Contest, volunteer, 2009-2012 
 Encouraging Tomorrow’s Chemists (ETC), outreach program volunteer, 2002-2005 


